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Insight of metabolome of tissues or biological fluids can represent a new tool to highlight growth-promoting treatments in food producing animals, provided that an

alteration of the metabolic patterns took place as a consequence of the administration of such active compounds.

In this work , we investigated the possible effects of clenbuterol administration on the metabolic profile of bovines liver.

The study was conducted on 2 separate groups of animals: in the first experiment, 8 adult bovines received (clenbuterol + dexamethasone) whereas other 8 animals

were kept as control. In a second experiment, 8 veal calves received clenbuterol only, and 4 calves were kept as controls.

PCA and PLS from the first study reveal a set of features which correctly classify animals according to their corresponding group. When the predictive model was

applied to the second group, 4 control samples were assigned to the treated group. However, low concentrations of CBT were found in the retina of these 4 control

animals: the model highlighted a potential unexpected low contamination of control animals with clenbuterol.

DATA ACQUISITION AND DATA PROCESSING

The predictive model based on 4 metabolites selected thanks to PLS-DA on adult bovines, enables to correctly classify 100 % treated veal calves as «Treated

subjects». Most importantly these 4 metabolites classify control veal calves, possibly undergoing some accidental contamination with CBT, as «Treated subjects».

highlighting a great capability to detect very low dosages of CBT.

These results are under further evaluation to verify their reliabilty.
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PROCESSING
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RESULTS
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Animal 1 C 0,97

Animal 2 C 2,58

Animal 3 C 2,42

Animal 4 C 0,95

Animal 5 T 645,75

Animal 6 T 277,27

Animal 7 T 712,37

Animal 8 T 802,69

Animal 9 T 217,78

Animal 10 T 408,48

Animal 11 T 399,26

Animal 12 T 187,43

CONCLUSIONS
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